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DNA extraction 
 

     Standard Chelex method (14) was 
used for DNA extraction from touched 
surfaces, buccal swab and gloves. DNA 
purity was estimated by using Nanodrop 
spectrophotometer. 
 
DNA Quantification 
 
     Quantifiler (Applied Biosystem) real 
time PCR kit was performed for DNA 
quantification according to manufacture 
instructions (15). 
 
STR profiling 
 
     Minifiler kit (Applied Biosystem) was 
used for amplification of STR loci 
according to manufacture instructions. 
Genetic analyzer 3130XL (Applied 
Biosystem) was used for STR profiling. 
The run parameters were according to 
Minifiler kit instructions (6).  
 
Results and discussion 
 
     The purity of extracted DNA was 
ranged (0.76- 1.02). Generally DNA is 
accepted as ‘pure DNA’ when the ratio is ̴ 

1.8 (13). The lower purity in this study 
may attribute to the extraction method 
(Chelex) which did not involve specific 
purification steps. In order to estimate the 
appearance of extracted DNA in agarose 
gel, touched and buccal swab extracted 
DNA subjected to agarose electrophoresis 
.The results showed that touched 
extracted DNA did not show any specific 
bands while DNA extracted from buccal 
swab showed DNA band and degraded 
RNA smear. The absence of DNA bands 
from touched samples is expected due to 
the lower concentration of the extracted 
DNA. Increasing the concentration of 
agarose gel may be required for agarose 
gel electrophoresis of lower extracted 
DNA amount (13). Optimization the 
collection methods and DNA extraction 
techniques enhance the concentration of 
the extracted DNA (6). To determine that 
the extracted DNA from touched surfaces 
have suitable concentration, without PCR 
inhibitors and intact, DNA amplified by 
real time PCR using Quantifiler kit 
(Figure 1).  The results showed that the 
range of DNA concentration was (0.1-
0.16ng/µl) while for the positive control 
was (8.6-27 ng/µl).                    
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used by legal institutes. This study 
indicated the possibility of generating full 
DNA STR profile from glass using 
Chelex method. 
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